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STEP 2a: Determine ctDNA in serum
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Amplify VDJ with multiplex PCR and sequence

CTGGCCCCAGTAGTCATACCAACTAGCG
TTGGCCCCAGAAATCAAGACCATCTAAA
ACGGCCCCAGAGATCGAAGTACCAGTGT
TTGGCCCCAGACGTCCATATTGTAGTAG
CTGGCCCCAGAAGTCAGACCGGCTAACA

1) Extract DNA 2) Amplify VDJ 
with multiplex 
PCR

3) Prepare for 
sequencing with 
common PCR

4) Sequence ~1M 
100bp reads
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STEP 2b: Monitor ctDNA in serial serum samples STEP 1b: Identify lymphoma clones within
                B-cell repertoire 
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6 Case # 79


